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RAW SEQUENCE LISTING DATE: 09/26/2002 

PATENT APPLICATION: US/10/086 , 177A TIME: 14:57:23 

Input Set : D:\SEQLIST.txt 

Output Set: N:\CRF4\09252002\J086177A.raw 

3 -:110- APPLICANT: Tudan, Christopher R. 

4 Merzouk, Ahmed 

5 Saxena, Geeta 

6 Eaves , Connie J. 

7 Cashman, Johanne 

8 Clark -Lewis, Ian 

9 Salari, Hassan 

11 -:120> TITLE OE INVENTION: CXCR Agonist Treatment of Hematopoietic 

12 Cells 

14 O130-- FILE REFERENCE: SMAR- 0 12CIP 

16 ;140> CURRENT APPLICATION NUMBER: 10/086, 177A 

17 -:141> CURRENT FILING DATE: 2002-02-26 

19 -:150^ PRIOR APPLICATION NUMBER: 09/835,107 

20 -.:15.1> PRIOR FILING DATE: 200 1- 04 -12 

22 -:150 > PRIOR APPLICATION NUMBER: 60/232,425 

23 -:15.l> PRIOR FILING DATE: 2000-09-14 

25 -150 > PRIOR APPLICATION NUMBER: CA 2,305,036 

26 -.:15.l> PRIOR FILING DATE: 2000-04-12 

28 -.:150> PRIOR APPLICATION NUMBER: CA 2,335,109 

29 -151a PRIOR FILING DATE: 2001-02-23 
31 • 160 > NUMBER OF SEQ ID NOS : 34 

33 <170.> SOFTWARE: Fast SEQ for Windows Version 4.0 
35 -:210> SEQ ID NO: 1 

3 6 <2\\> LENGTH: 67 

37 <:212> TYPE: PRT 

38 ' 21 3 > ORGANISM: Homo sapiens 

4 0 ■ : 4 0 0 > SEQUENCE: 1 

41 Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Glu Ser 

42 1 5 10 15 

43 His Val Ala Arg Ala Asn Val Lys His Leu Lys lie Leu Asn Thr Pro 

44 20 25 30 

4 5 Asn Cys Ala Leu Gin lie Val Ala Arg Leu Lys Asn Asn Asn Arg Gin 
4 6 3 5 4 0 4 5 

4 "7 Val Cys He Asp Pro Lys Leu Lys Trp He Gin Glu Tyr Leu Glu Lys 
48 50 55 60 

4 9 Ala Leu Asn 

5 0 6 5 

5 3 -:210:- SEQ ID NO: 2 

54 - 2 11- LENGTH. 93 

5 5 «:212> TYPE: PRT 

56 < 2 1 3 . - ORGANISM: Homo sapiens 

58 <400> SEQUENCE: 2 

59 Met Asn Ala Lys Val Val Val Val Leu Val Leu Val Leu Thr Ala Leu 
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RAW SEQUENCE LISTING DATE: 09/26/2002 

PATENT APPLICATION: US/1 0/0 8 6 , 1 7 7A TIME: 14:57:23 



input Set : D:\SEQLIST.txt 

Output Set: N:\CRF4\09252002\J086177A.raw 



6 n 


1 




5 










10 










15 




6 I 


Cys 


Leu Ser Asp 


Gly 


Lys 


Pro 


Val 


Ser 


Leu 


Ser 


Tyr 


Arg 


Cys 


Pro 


Cys 


6 2 




2 0 










25 










30 






6 J 


Arg 


Phe Phe Glu 


Ser 


His 


Val 


Ala 


Arg 


Ala 


Asn 


Val 


Lys 


His 


Leu 


Lys 


b 4 




35 








40 










45 








6 5 


I Le 


Leu Asn Thr 


Pro 


Asn 


Cys 


Ala 


Leu 


Gin 


He 


Val 


Ala 


Arg 


Leu 


Lys 


bb 




5 1 1 






55 










60 










67 


Asn 


Asn Asn Arg 


Gin 


Val 


Cys 


He 


Asp 


Pro 


Lys 


Leu 


Lys 


Trp 


He 


Gin 


6d 


6 5 






70 










75 










80 


6'1 


"Uu 


lyr Leu Glu 


Lys 


Ala 


Leu 


Asn 


Lys 


Arg 


Phe 


Lys 


Met 








7l.l 






85 










90 














7 H 


-:2I0 


> SEQ 11' NO: 


3 
























7 4 


-:2ll 


> LENGTH • 9 3 
























7 


•:212 


- TYPE: PRT 


























7 b 


-213 


• ORGANISM: 


Homo sapiens 


















7 8 


v400 


■> SEQUENCE: 


3 
























7M 


Mot 


Asn Ala Lys 


Val 


Val 


Val 


Val 


Leu 


Val 


Leu 


Val 


Leu 


Thr 


Ala 


Leu 


80 


1 




5 










10 










15 




81 
82 


Cys 


Leu Ser Asp 

2 0 


Gly 


Lys 


Pro 


Val 


Ser 
25 


Leu 


Ser 


Tyr 


Arg 


Cys 
30 


Pro 


Cys 


8 3 


Arg 


Phe Phe Glu 


Ser 


His 


Val 


Ala 


Arg 


Ala 


Asn 


Val 


Lys 


His 


Leu 


Lys 


8 4 




3 5 








40 










45 








8 5 


T. Le 


Leu Asn Thr 


Pro 


Asn 


Cys 


Ala 


Leu 


Gin 


He 


Val 


Ala 


Arg 


Leu 


Lys 


8 b 




5<) 






55 










60 










8 7 


Asn 


Asn Asn Arg 


Gin 


Val 


Cys 


He 


Asp 


Pro 


Lys 


Leu 


Lys 


Trp 


He 


Gin 


88 


b 5 






70 










75 










80 


8 9 


Glu 


lyr Leu Glu 


Lys 


Ala 


Leu 


Asn 


Lys 


Arg 


Phe 


Lys 


Met 








90 






85 










90 














9 3 


•'210 


> SEQ ID NO: 


4 
























9 4 


<211> LENGTH: 17 
























95 


-212 


> TYPE: PRT 


























9 b 


-213 


-> ORGANISM: 


Artificial Sequence 
















98 


< 220 


■> FEATURE: 


























99 


<223 


> OTHER INFORMATION 


Synthesized 


in 


Laboratory : 


SDF- 


1 (1 


-17) 


100 




CTCE9902 



























102 -40 fH- SEQUENCE: 4 

10 3 Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Glu Ser 

104 1 5 10 15 

105 His 

100 - .210:-- SEQ ID NO : 5 
ll(i ■;211> LENGTH: 6 

111 '212/- TYPE: PRT 

112 - 213:- ORGANISM: Artificial Sequence 

114 -.2 2 0:- FEATURE: 

115 -:223> OTHER INFORMATION: Synthesized in Laboratory 

117 -:4 0U> SEQUENCE: 5 

118 Arg Phe Phe Glu Ser His 
1 1 0 1 5 

122 -:210> SEQ ID NO: 6 
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PATENT APPLICATION: US/10/086 , 177A 
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TIME: 14:57:23 



Input Set : D:\SEQLIST.txt 
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123 


- 2 1 1 > 


LENGTH: 9 






124 


212 


TYPE: PRT 






125 


•:213 > 


ORGANISM: Artificial Sequence 






12 7 


■ : 2 2 0 - 


FEATURE: 






128 


• ; 2 2 3 * 


OTHER INFORMATION: Synthesized in Laboratory 






130 


■MOO - 


SEQUENCE: 6 






13 1 


Lys Pro val Ser Leu Ser Tyr Arg Cys 






132 


1 


5 






135 


■ 2 10 


SEQ ID NO: 7 






136 


•211 - 


LENGTH: 9 






13 7 


•:212> 


TYPE: PRT 






138 


•:213> 


ORGANISM: Artificial Sequence 






14 ii 


• : 2 2 0 - 


FEATURE: 






14 1 


•:2 2 3 * 


•OTHER INFORMATION: Synthesized in Laboratory 






14 2 




2-C9/C9-cysteine dimer: or CTCE9901 






14 4 


•:4 00 - 


SEQUENCE: 7 






1 4 r > 


Lys Pro Val Ser Leu Ser Tyr Arg Cys 






14 fc. 


1 


5 






14 


v21.0 > 


SEQ ID NO: 8 






15 0 


■:jll* 


LENGTH: 10 






15 1 




TYPE: PRT 






152 


<213v 


ORGANISM: Artificial Sequence 






154 


-J20> 


FEATURE: 






155 


- j 2 3 > 


•OTHER INFORMATION : Synthesized in Laboratory 


w- 


- > 


157 


<221> 


NAME/KEY: VARIANT 






158 




LOCATION: 10 






15 9 


<2 2 3 > 


OTHER INFORMATION: Xaa = Any Amino Acid 


w- 


- > 


161 


<221> 


VARIANT 






162 




LOCATION: 10 






16 3 


<223> 


■OTHER INFORMATION : Xaa = Any Amino Acid 


w- 


- > 


165 


<400> 


8 


w- 


- > 


166 


Lys Pro Val Ser Leu Ser Tyr Arg Cys Xaa 






167 


1 


5 10 






17U 


< 2 1 0 > 


SEQ ID NO: 9 






171 


<2!1> 


LENGTH: 9 






17 2 


< 212> 


TYPE: PRT 






17 3 


*:jL3> 


ORGANISM: Artificial Sequence 






17 5 


-:z20> 


FEATURE: 






176 


<z23:.- 


OTHER INFORMATION : Synthesized in Laboratory 






1 7 8 


<:4 0(» 


SEQUENCE: 9 






179 


Lys Pro Val Ser Leu Ser Tyr Arg Cys 






180 


1 


5 






183 


<zlO> 


SEQ ID NO: 10 






184 


<:211> 


LENGTH: 9 






185 


<:21I!> 


TYPE: PRT 






186 


v2!3> 


ORGANISM: Artificial Sequence 






188 


<:220> 


FEATURE: 






189 


<;223> 


OTHER INFORMATION: Synthesized in Laboratory 


w- 


-> 


191 


<221> 


NAME/KEY: VARIANT 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/08 6 , 17 7A 



DATE: 09/26/2002 
TIME : 14:57:23 



Input Set : D:\SEQLIST.txt 

•Output Set: N:\CRF4\09252002\J086177A.raw 



192 
19 .< 

W--> 195 

lQh 
1^7 
199 
200 



W- 

w- 



2<>4 
2 « i 5 
J i ) h 
JO" 7 
2 1.) 9 
2 10 
2 12 
2 1.3 
2 1.4 
217 
218 
2 19 

22o 
"i i "i 

2 2 3 
224 
226 
227 
228 

22 9 

23 0 
2 3 3 
J 3 4 
J 3 5 
236 
238 
2 3 9 
2 4 0 
242 

24 3 
2 4 4 
24! 
24* 



2 5 5 
2 56 
2 58 



^.J2 2:> LOCATION: 9 

-:J23> OTHER INFORMATION: Xaa = Any Amino Acid 
<221> VARIANT 

-..222 - LOCATION: 9 

•:J23- OTHER INFORMATION: Xaa = Any Amino Acid 
<400> 10 

Lys Pro Val Ser Leu Ser Tyr Arg Xaa 

1. 5 
vJlO-- SEO ID N<J: 11 
«.211 - LENGTH: 8 
<212 > TYPE : PRT 

•:213> ORGANISM: Artificial Sequence 
•22 0> FEATURE : 

<:223> OTHER INFORMATION : Synthesized in Laboratory 

•400- SEQUENCE: 11 

Lys Pro Val Ser Leu Ser Tyr Arg 

1 5 
••2.10 > SEQ ID NO: 12 
<211* LENGTH: 3 0 
•212- TYPE: PRT 

<213> 'ORGANISM: Artificial Sequence 
v220> FEATURE: 

<223~' OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-14) - (G) 

3-SDF-l (55-67) acid 
• 4 0 0 * SEQUENCE : 12 

Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Gly Gly 

1 5 10 15 

Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala Leu Asn 

20 25 30 

'210 > SEQ ID NO: 13 
••211 > LENGTH: 31 
-:212> TYPE: PRT 

-:213> 'ORGANISM: Artificial Sequence 
<J20> FEATURE: 

■223> OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-14) - (G) 

3-SDF-l (55-67) acid: orCTCE0013 
<4 00> SEQUENCE: 13 

Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Gly Gly 

1 5 10 15 

Gly Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala Leu Asn 
20 25 30 

210> SEQ ID NO: 14 

21 1> LENGTH: 3 0 

212> TYPE : PRT 

213- ORGANISM: Artificial Sequence 
220> FEATURE: 

223> OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-14) - (G) 
3-SDF-l (55-67) amide 
•:400> SEQUENCE: 14 
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RAW SEQUENCE LISTING DATE: 09/26/2002 

PATENT APPLICATION: US/ 1 0/0 8 6 , 17 7 A TIME: 14:57:23 

Input Set : D:\SEQLIST.txt 

Output Set: N:\CRF4\09252002\J086177A.raw 

25-} Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Gly Gly 

26t) 1 5 10 15 

26 1 Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala Leu Asn 

2o2 20 2 5 3 0 

26 r > -'JIO^ SEQ ID NO: 15 

J 6 6 2 LI*- LENGTH. 31 

Jh 1 :2 12 • IYPE: PRT 

268 -:213> ORGANISM: Artificial Sequence 
2 7 ( .) -:22().- FEATURE: 

2 7 1 2 2.5 • OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-14) - (G) 
j 7 2 3-SDF-l (55-67) amide: or CTCE0017 

j?4 4 0 •• SEQUENCE: 15 

J 7 5 Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Gly Gly 
2 "6 1 5 10 15 

j 7 7 GLy Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala Leu Asn 
2 7 8 20 25 30 

j81 -:2l.O - SEQ ID NO: 16 
J 82 ■ ; J 1. 1 ■ EjENGTH: 3 3 
J8 3 -:212 - TYPE: PRT 

284 -;2 13- ORGANISM: Artificial Sequence 

286 -:J20> FEATURE: 

287 -:223^ OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1"17) - (G) 

2 88 3 -SDF-1 (55-67) acid 

290 -MOO- SEQUENCE: 16 

291 Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Glu Ser 

292 1 5 10 15 

29.5 His Gly Gly Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala Leu 

294 20 25 30 

295 Asn 

299 CJIO.- SEQ ID NO: 17 

300 <211> LENGTH: 34 

301 -:j12> TYPE: PRT 

302 <2l3> ORGANISM : Artificial Sequence 

304 v220> FEATURE: 

305 -:223> OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-17) - (G) 

3 06 3 -SDF-1 (55-67) acid 
30 8 -:400.- SEQUENCE: 17 

309 Lys Pro Val Ser Leu Ser Tyr Arg Cys Pro Cys Arg Phe Phe Glu Ser 

310 1 5 10 15 

311 His Gly Gly Gly Gly Leu Lys Trp lie Gin Glu Tyr Leu Glu Lys Ala 

312 20 25 30 

313 Leu Asn 

317 -;z!0> SEQ ID NO: 18 

318 - 211 • LENGTH: 3 3 
-:2.12> TYPE: PRT 

320 -:213> ORGANISM: Artificial Sequence 

322 -'220> FEATURE: 

323 -;223> OTHER INFORMATION: Synthesized in Laboratory: SDF-1 (1-17) - (G) 

324 3-SDF-l (55-67) amide 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION : US/L 0/0 8 6 , 1 7 7 A 



DATE: 09/26/2002 
TIME: 14:57:24 



Input Set : D:\SEQLIST.txt 

Output Set: N:\CRF4\09252002\J086177A.raw 



Please Note : 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:8; Xaa Pos . 10 
Seq*:10; Xaa Pos. 9 
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VERIFICATION SUMMARY DATE: 09/26/2002 

PATENT APPLICATION: US/ 1 0/0 8 6 , 1 7 7 A TIME : 14:57:24 



Input Set : D:\SEQLIST.txt 

Output Set: N:\CRF4\09252002\J086177A.raw 



L 


157 


M 


281 


W 


Numeric Fields not Ordered, 


<221 


> Sort in ascending 


order 


L 


161 


M 


258 


W 


Mandatory Feature missing, < 


;220> 


not found for SEQ 


ID* : 8 


L 


165 


M 


258 


w 


Mandatory Feature missing, « 


:220> 


not found for SEQ 


ID* : 8 


L 


166 


M 


341 


w 


(46) "n" or "Xaa" used, for 


SKQ 


ID* : 8 alter pos . : 0 




L 


191 


M 


281 


w 


Numeric Fields not Ordered, 


<22 1 


> Sort in ascending 


order 


L 


195 


M 


258 


w 


Mandatory Feature missing, < 


:2 2 0> 


not found for SEQ 


ID# : 10 


L 


199 


M 


258 


w 


Mandatory Feature missing, - 


:220> 


not found for SEQ 


ID*. : 10 


L 


200 


M 


341 


w 


(46) "n" or "Xaa" used, for 


SEQ 


ID# : 10 after pos . : 0 
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